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<151> PRIOR FILING DATE 
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<160> NUMBER OF SEQ ID NOS : 78 
<170> SOFTWARE: Patentln version 3.0 
<210> SEQ ID NO: 1 
<211> LENGTH: 2525 
<212> TYPE: DNA 
<213> ORGANISM: homo sapiens 
<220> FEATURE: 
<221> NAME/KEY: CDS 
<222> LOCATION: (42).. (2312) 
<400> SEQUENCE: 1 

gttgaacatc tagacgtttc cttggctctt ctggcgccaa a atg teg ttc gtg gca 56 

Met Ser Phe Val Ala 
1 5 

ggg gtt att egg egg ctg gac gag aca gtg gtg aac cgc ate gcg gcg 104 
Gly Val lie Arg Arg Leu Asp Glu Thr Val Val Asn Arg lie Ala Ala 

10 15 20 

ggg gaa gtt ate cag egg cca get aat get ate aaa gag atg att gag 152 
Gly Glu Val He Gin Arg Pro Ala Asn Ala He Lys Glu Met He Glu 
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aac tgt tta gat gca aaa tec aca agt att caa gtg att gtt aaa gag 200 
Asn Cys Leu Asp Ala Lys Ser Thr Ser He Gin Val He Val Lys Glu 

40 45 50 

gga ggc ctg aag ttg att cag ate caa gac aat ggc ace ggg ate agg 248 
Gly Gly Leu Lys Leu He Gin He Gin Asp Asn Gly Thr Gly He Arg 

55 60 65 

aaa gaa gat ctg gat att gta tgt gaa agg ttc act act agt aaa ctg 296 
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eta 


tac 


aaa 


gtc 


ttt 


gag 


agg 


tgt 


taa 


2312 


233 


Gin 


Leu 


Ala 


Asn 


Leu 


Pro 


Asp 


Leu 


Tyr 


Lys 


Val 


Phe 


Glu 


Arg 


Cys 






234 








745 










750 










755 








236 


atatggttat • 


ttatgcactg tgggatgtgt tcttctttct 


ctgtattccg atacaaagtg 


2372 


238 


ttgtatcaaa < 


gtgtgatata caaagtgtac caacataagt 


gttggtagca < 


sttaagactt 


2432 


240 


atacttgect * 


tctgatagta ttcctttata cacagtggat 


tgattataaa ■ 


taaatagatg 


2492 


242 


tgtcttaaca ■ 


taaaaaaaaa aaaaaaaaaa aaa 














2525 


245 


<210> SEQ ID NO 


: 2 


























246 


<211> LENGTH: 756 


























247 


<212> TYPE: 


PRT 




























248 


<213> ORGANISM: 


homo sapiens 




















250 


<400> SEQUENCE: 


2 


























252 


Met 


Ser 


Phe Val Ala Gly Val 


He 


Arg 


Arg 


Leu 


Asp Glu 


Thr 


val 


Val 




253 


1 








5 










10 










15 






256 


Asn 


Arg 


He Ala Ala Gly Glu Val 


He 


Gin 


Arg 


Pro 


Ala 


Asn 


Ala 


He 




257 








20 










25 










30 








260 


Lys 


Glu 


Met 


He 


Glu 


Asn 


Cys 


Leu 


Asp 


Ala 


Lys 


Ser 


Thr 


Ser 


He 


Gin 




261 






35 










40 










45 










264 


Val 


He 


Val 


Lys 


Glu Gly Gly Leu Lys 


Leu 


He 


Gin 


He 


Gin 


Asp Asn 




265 




50 










55 










60 












268 


Gly Thr 


Gly He Arg 


Lys 


Glu 


Asp 


Leu Asp 


He 


Val 


Cys 


Glu 


Arg 


Phe 




269 


65 










70 










75 










80 
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272 Thr Thr Ser Lys Leu Gin Ser Phe Glu Asp Leu Ala Ser lie Ser Thr 

273 85 90 95 

276 Tyr Gly Phe Arg Gly Glu Ala Leu Ala Ser He Ser His Val Ala His 

277 100 105 110 

280 Val Thr He Thr Thr Lys Thr Ala Asp Gly Lys Cys Ala Tyr Arg Ala 

281 115 120 125 

284 Ser Tyr Ser Asp Gly Lys Leu Lys Ala Pro Pro Lys Pro Cys Ala Gly 

285 130 135 140 

288 Asn Gin Gly Thr Gin He Thr Val Glu Asp Leu Phe Tyr Asn He Ala 

289 145 150 155 160 

292 Thr Arg Arg Lys Ala Leu Lys Asn Pro Ser Glu Glu Tyr Gly Lys He 

293 165 170 175 

296 Leu Glu Val Val Gly Arg Tyr Ser Val His Asn Ala Gly He Ser Phe 

297 180 185 190 

300 Ser Val Lys Lys Gin Gly Glu Thr Val Ala Asp Val Arg Thr Leu Pro 

301 195 200 205 

304 Asn Ala Ser Thr Val Asp Asn He Arg Ser Val Phe Gly Asn Ala Val 

305 210 215 220 

308 Ser Arg Glu Leu He Glu He Gly Cys Glu Asp Lys Thr Leu Ala Phe 

309 225 230 235 240 

312 Lys Met Asn Gly Tyr He Ser Asn Ala Asn Tyr Ser Val Lys Lys Cys 

313 245 250 255 

316 He Phe Leu Leu Phe He Asn His Arg Leu Val Glu Ser Thr Ser Leu 

317 260 265 270 

320 Arg Lys Ala He Glu Thr Val Tyr Ala Ala Tyr Leu Pro Lys Asn Thr 

321 275 280 285 

324 His Pro Phe Leu Tyr Leu Ser Leu Glu He Ser Pro Gin Asn Val Asp 

325 290 295 300 

328 Val Asn Val His Pro Thr Lys His Glu Val His Phe Leu His Glu Glu 

329 305 310 315 320 

332 Ser He Leu Glu Arg Val Gin Gin His He Glu Ser Lys Leu Leu Gly 

333 325 330 335 

336 Ser Asn Ser Ser Arg Met Tyr Phe Thr Gin Thr Leu Leu Pro Gly Leu 

337 340 345 350 

340 Ala Gly Pro Ser Gly Glu Met Val Lys Ser Thr Thr Ser Leu Thr Ser 

341 355 360 365 

344 Ser Ser Thr Ser Gly Ser Ser Asp Lys Val Tyr Ala His Gin Met Val 

345 370 375 380 

348 Arg Thr Asp Ser Arg Glu Gin Lys Leu Asp Ala Phe Leu Gin Pro Leu 

349 385 390 395 400 

352 Ser Lys Pro Leu Ser Ser Gin Pro Gin Ala He Val Thr Glu Asp Lys 

353 405 410 415 

356 Thr Asp He Ser Ser Gly Arg Ala Arg Gin Gin Asp Glu Glu Met Leu 

357 420 425 430 

360 Glu Leu Pro Ala Pro Ala Glu Val Ala Ala Lys Asn Gin Ser Leu Glu 

361 435 440 445 

364 Gly Asp Thr Thr Lys Gly Thr Ser Glu Met Ser Glu Lys Arg Gly Pro 

365 450 455 460 

368 Thr Ser Ser Asn Pro Arg Lys Arg His Arg Glu Asp Ser Asp Val Glu 



— ^ to ensure a corresponding explanation is present 
in the <220> to <223> fields of each sequence 
using n or Xaa. 
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